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Gly 


Ala 
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Val 


He 


Glu 


Gly 
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Asp 
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Leu 


Gin 
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300 












260 
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tat 


gtg 
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egg 
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Met 
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Val 
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Glu 


Arg 


Arg 
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Val 
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Leu 
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305 
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315 
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agt 
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egg 
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ntc 


c a 
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gtg 


ctg 


ctg 


1009 


265 


His 


Gly 


Glu 




Gly 


Ala 


Arg 


Gly 


Val 


Pro 


Gly 




Ala 


Val 




Leu 




266 










325 










330 










33 5 






268 


ttt 
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gtg 


gag 


ctg 


gtg 
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egg 


gag 


gat 


ggg 


ctg 
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t- a r* 


i n S7 


269 


Phe 


Glu 


Val 


Glu 


Leu 


V a J. 




Arg 


Glu 


Asp 




Leu 


Pro 


Tnr 


C 1 \r 
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Tyr 




270 








340 










345 










350 








272 


ctg 


ttt 


gtg 


tgg 
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ctg 


ttt 




gac 




J.J.U J 


273 


Leu 
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Val 
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ys 
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Asn 
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Glu 




He 
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355 










360 










365 
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gac 


etc 


aac 


aag 


gat 


ggc 


caa 

y a y 


crt" p 
y 


cct 


ccg 


gag 


gag 


ttc 


tec 


acc 


ttc 


1153 


277 


Asp 


Leu 


Asn 


Lys 


Asp 


Gly 


Glu 


Val 


Pro 


Pro 


Glu 


Glu 


Phe 


Ser 


Thr 


Phe 
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370 










375 










380 
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ate 


aag 


get 


caa 


gtg 


agt 


gag 


ggc 


aaa 


gga 


cgc 


etc 


atg 


cct 


ggg 


cag 


1201 


281 


lie 


Lys 


Ala 


Gin 


Val 


Ser 


Glu 


Gly 


Lys 


Gly 


Arg 


Leu 


Met 


Pro 


Gly 


Gin 




282 


385 










390 










395 










400 




284 


gac 


cct 


gag 


aaa 


acc 


ata 


gga 


gac 


atg 


ttc 


cag 


aac 


cag 


gac 


cgc 


aac 


1249 


285 


Asp 


Pro 


Glu 


Lys 


Thr 


lie 


Gly 


Asp 


Met 


Phe 


Gin 


Asn 


Gin 


Asp 


Arg 


Asn 




286 










405 










410 










415 






288 


cag 


gac 


ggc 


aag 


ate 


aca 


gtc 


gac 


gag 


etc 


aag 


ctg 


aag 


tea 


gat 


gag 


1297 


289 


Gin 


Asp 


Gly 


Lys 


lie 


Thr 


Val 


Asp 


Glu 


Leu 


Lys 


Leu 


Lys 


Ser 


Asp 


Glu 




290 








420 










425 










430 








292 


gac 


gag 


gag 


egg 


gtc 


cac 


gag 


gag 


etc 


tgaggggcag ggagcctggc 




1344 


293 


Asp 


Glu 


Glu 


Arg 


Val 


His 


Glu 


Glu 


Leu 



















294 435 440 

296 caggectgag acacagaggc ccactgcgag ggggacagtg 
298 acagtcaccc tccctctgct gggatgaggt ccaggagcca 
300 gacatctctg gtgttcccac caccctagat gaaaatccac 
302 ttctcttcca tccctaaacc acttccttaa aatgtttgga 
304 cctgtggagc ctggggttgg atagggecat ggctggtccc 
306 atcactgaca cagctgagct tgttatccat ctccccaaac 
308 ttgtcatccc cactcccagc ccctattcct ctatgtgaca 
310 cttcctcccc aatcctgact ggctcctagg gaaggggaag 
312 cctctcccat gccctttgcc ctcctccctc gcctccagtg 
314 ctgctggagg ccagactggg ctgtagttag cttttcatcc 
316 ggaaccatag aagagaggaa gaaaacaaag ggcatgtgtg 
318 tgttagggct atgaaatctt ggatttgggg ctgaggggtg 
320 cacactcaaa ggctaaactg gtgtcagtcc ttttttcctt 
3 22 accaaaaaaa aaaaaaaaaa a 

325 <210> SEQ ID NO: 4 

326 <211> LENGTH: 441 

327 <212> TYPE: PRT 

328 <213> ORGANISM: Homo sapiens 
330 <400> SEQUENCE: 4 

3 31 Phe Asp Val Val Leu Leu Asp Val Trp Asn Lys 



Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one n or Xaa. 



gcggtgggac tgacctgctg 1404 
actaaaacaa tggcagagga 1464 
agcacagacc tctaccgtgt 1524 
tttgeaaage caatttgggg 1584 
ccaccatacc tcccctccac 1644 
tttctctttc tttgtacttc 1704 
gctggctagg acccctctgc 1764 
gctcctggag ggcagcccta 1824 
gaggctgagc tgaccctggg 1884 
ctaaagaagg ctttccctaa 1944 
agggaagctg cttgggtggg 2004 
ggagggaggg cagagctctg 2064 
tgttccaaat aaaagattaa 2124 
2145 



Glu Asp Thr Val Gin 
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DATE : 05/23/2000 
TIME: 21:22:03 



Input Set : 
Output Set: 



A:\Pto.amc 

N:\CRF3\0523200D\I225502A.raw 



L 


621 


M 


341 


W: 


(46) 


"n" 


or 


"Xaa" 
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or 
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used, 


for 


SEQ 
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(46) 
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used. 


for 


SEQ 
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341 


W: 


(46) 


"n" 


or 
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used, 


for 


SEQ 
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341 


W: 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


5 


L 


693 
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341 


W: 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 
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695 
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341 


W: 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 
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L 


703 
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341 


W: 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


5 


L 


705 


M 


341 


W: 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


5 


L 


707 


M 


341 


W: 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


5 


L 


709 


M 


341 


W: 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


5 



L;806 M:258 W: Mandatory Feature missing, <220> not found for SEQ ID#:6 

L: 806 M;258 W: Mandatory Feature missing, <221> not found for SEQ ID#;6 

L:806 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID#:6 

L:806 M:258 W: Mandatory Feature missing, <223> not found for SEQ ID# : 6 

L:806 M:340 W: (46) "n" or "Xaa" used: Feature required, for SEQ ID# : 6 

L:833 M:258 W: Mandatory Feature missing, <220> not found for SEQ ID#:6 

L-.833 M: 258 W: Mandatory Feature missing, <221> not found for SEQ ID4:6 

L;833 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID#:6 

L:833 M:258 W: Mandatory Feature missing, <223> not found for SEQ ID#:6 

M:340 Repeated in SeqNo=6 

L:851 M:258 W: Mandatory Feature missing, <220> not found for SEQ ID# : 6 

L:851 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID#:6 

L:851 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID#:6 

L:851 M:258 W: Mandatory Feature missing, <223> not found for SEQ ID# : 6 
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